data not shown) was pre-incubated with an increasing amount of bovine serum albumin (BSA) or purified anti-HIS antibody (Roche) (2 and 6 µg, respectively) prior to addition of 32 P-(GGTTAG) 2 G. Lower: Six µl of each fraction 1 (in the linear range of dose-responsive DNA binding; data not shown) was preincubated with 6 µg BSA or anti-hTERT antibody (rabbit IgG) (1), or purified anti-HIS antibody (Roche) (3 and 6 µg, respectively) prior to addition of 32 P-(TTAGGG) 3 . Murine monoclonal IgG (anti-FLAG M2; Sigma) also had no effect upon complex mobility, and the migration of probe was unaffected by incubation with anti-HIS antibody in the absence of extract (data not shown). Control reactions: (-) no treatment, (P) probe alone, (H) extract heated to 95°C for 5 minutes prior to probe addition. (Notes) All lanes contained the same ionic strength and buffer components (refer to Methods). Complexes were resolved by native gel electrophoresis. The upper mobility shift (upper solid arrow) disappeared upon addition of anti-HIS antibody, concomitant with the appearance or increased intensity of a faster mobility
µl of each fraction 1 (in the linear range of dose-responsive DNA binding; data not shown) was preincubated with 6 µg BSA or anti-hTERT antibody (rabbit IgG) (1), or purified anti-HIS antibody (Roche) (3 and 6 µg, respectively) prior to addition of 32 P-(TTAGGG) 3 . Murine monoclonal IgG (anti-FLAG M2; Sigma) also had no effect upon complex mobility, and the migration of probe was unaffected by incubation with anti-HIS antibody in the absence of extract (data not shown). Control reactions: (-) no treatment, (P) probe alone, (H) extract heated to 95°C for 5 minutes prior to probe addition. (Notes) All lanes contained the same ionic strength and buffer components (refer to Methods). Complexes were resolved by native gel electrophoresis. The upper mobility shift (upper solid arrow) disappeared upon addition of anti-HIS antibody, concomitant with the appearance or increased intensity of a faster mobility complex (lower dashed arrows). Instead of standard electrophoresis conditions (in which these minor subcomplexes were not resolved), electrophoresis was conducted under a voltage gradient (cathode chamber contained 0.5X TBE, gel contained 1X TBE, and anode chamber contained 2X TBE) (2, 3) , and the gel was resolved for a longer period (hence the unbound probe was not retained). Despite the difference in mobility of the hTEN-S-HIS and Trx-HIS-hTEN fusion proteins by SDS-PAGE (A; predicted masses of 26.6 and 35.9 kDa, respectively), it was not unexpected that their similar pI (9.88 and 9.44) and percentage of basic (13%, 12%) and acidic (8% each) residues resulted in a similar electrophoretic mobility under native gel conditions. was assayed as a negative control. Top and middle: lanes 1-6 and 7-18 were contained on separate blots.
Supplementary
Bottom: lanes C-3 and 7-9 were analyzed on the same gel; blank spacer lanes were omitted to align lanes to top/middle panels. 

